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# NIPPON GENE

GeneAce SYBR™ One Step RT-gPCR Mix

Storage:
Store at -20°C (protected from light)

Description:

GeneAce SYBR™ One Step RT-gPCR Mix is a convenient
two-component reagent designed for real-time RT-qPCR
using SYBR™ Green | dye.

This product ensures high specificity, reproducibility and
high amplification efficiency through optimized buffer
components, Hot-Start Tag DNA Polymerase, and a
modified M-MLV Reverse Transcriptase. It also includes a
unique passive reference dye compatible with a wide
range of instrument platforms.

Components:
(1) 2X GeneAce SYBR™ One Step Mix

1.25 mL x 1 (125 rxns)

1.25 mL x 4 (500 rxns)

Contains:  Hot-Start Tag DNA Polymerase,
dNTP, Mg®, SYBR™ Green |,
Passive Reference Dye,
Stabilizers

(2) 40X RT Mix (for SYBR™)
63 pL x 1 (125 rxns)
63 pL x 4 (500 rxns)
Contains:  Modified M-MLV Reverse
Transcriptase, RNase Inhibitor

Notes:

+ Due to the use of an antibody-bound hot-start Tag DNA
polymerase, an initial denaturation step at 95°C for 2
minutes is required to activate the enzyme.

- Atwo-step cycling protocol is recommended. (See Typical
PCR protocol.)

+ Always ensure that the product is completely thawed and
thoroughly mixed before use. Mix gently to avoid
generating bubbles. During use, keep this component on
ice. After use, store immediately at -20°C.

* Only specific primers are available for reverse
transcription reaction of this product. Do not use random
primers or oligo(dT) primers.

* Uracil-N-Glycosylase treatment is not applicable to this
product.

Typical PCR Protocol:
Choose an appropriate total reaction volume, depending
on the instrument used.

Component Volume [20 L rxn]
2x GeneAce SYBR™ One Step Mix 10.0 pL
40x RT Mix (for SYBR™) 0.5 uL
25 uM each Primers 0.4 uL
Template 2.0pL
d.d.H20 up to 20.0 pL

*

Recommended thermal cycling conditions.

50°C 10 min. Reverse transcription
95°C 2 min. Enzyme activation
95°C 10 sec.

60°C 45 sec. ) 45 cycles

Melting curve analysis

* Optimal PCR condition depends on primer sequence and
template RNA and so on.

*  When using Thermo Fisher Scientific real-time PCR instruments,
you can select either the “Standard” or “Fast” run mode. Choose
the run mode based on your experimental purpose. Be sure to
change the setting from the default to the “Recommended
thermal cycling conditions,” and ensure that both the reverse
transcription step and the enzyme activation step are included.

*  If the amplicon length is 200 bp or longer, it is recommended to
increase the extension time from 45 to 60 seconds. Design
primers so that the amplicon length does not exceed 300 bp.
Ideal length is 80—150 bp.

For Licensee Products sold in the Research Field:

This product is provided under an intellectual property license from
Life Technologies Corporation. The transfer of this product is
conditioned on the buyer using the purchased product solely in
research conducted by the buyer, excluding contract research or any
fee for service research, and the buyer must not (1) use this product
or its components for (a) diagnostic, therapeutic or prophylactic
purposes; (b) testing, analysis or screening services, or information
in return for compensation on a per-test basis; or (c) manufacturing
or quality assurance or quality control, and/or (2) sell or transfer
this product or its components for resale, whether or not resold for
use in research. For information on purchasing a license to this
product for purposes other than as described above, contact Life
Technologies Corporation, 5781 Van Allen Way, Carlsbad, CA 92008
USA or outlicensing@lifetech.com.
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