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[TL 2 haFEL—%—] 4D-Nucleofector® (Lonzatt)
[ Pulse Code ] DG150

[ #8A2 ] HEK293-reporter(mCherry-GFP)

[ #ABE%L ] 0.3 x 106 cells / well

[ RNP ] 100 pmol each / well

[Z7L—+] 6 well plate
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